proposed an improvement of the microscopic agglutination test with a factor analysis method. This method has proven complicated and difficult to reproduce in different laboratories.
Recently, examination of genomic DNA by restriction endonuclease analysis has gained recognition in the classification of certain viruses (7, 12, 14) . The (8) with modifications. Leptospires were harvested from 500 ml of an exponentially growing culture in bovine polysorbate 80 medium (4) . Cells were harvested by centrifugation, washed twice in 0.01 M phosphate-buffered saline (pH 7.2), and suspended in 1.6 ml of 25% sucrose in 50 mM Tris-1 mM EDTA (pH 8) on ice. The suspension was transferred to ultracentrifuge tubes, and lysozyme was added (0.4 ml at 5 mg/ml), followed in 15 min by the addition of 0.01 ml of proteinase K at 20 mg/ml. After the proteinase K was thoroughly mixed in, 0.4 ml of 0.5 M EDTA was added and mixed in gently. Celîs were lysed by the addition of 0.25 ml of Sarkosyl (10%). The tubes were then covered with aluminum foil and incubated overnight at 65°C. A 
RESULTS
Comparison of EcoRI restriction patterns of serogroup Pomona reference strains, and isolates from the United States, Canada, and New Zealand are shown in Fig. 1 . The restriction patterns of all 25 field isolates (serovar pomona) and of the serovar kennewicki reference strain were identical. Differences in restriction pattern were observed between all reference strains of serogroup Pomona.
After digestion with enzyme HhaI (Fig. 2 The minor differences in the restriction pattern between the reference strains of pomona, monjakov, and kennewicki are consistent with the high degree of serological cross-reaction between these strains, which are often considered serologically identical. Although the differences in the REA patterns are minor, they are consistent when different restriction endonuclease enzymes are used. All field isolates tested, regardless of the animal species they were isolated from, their country of origin, and degree of laboratory adaptation, show identical REA patterns. This is suggestive of the stability of the genome of the organisms.
In our study, the REA patterns of all field isolates matched that of the serovar kennewicki reference strain and not that of pomona, as would be expected from serological typing.
Although serovars pomona and kennewicki show subtle serological differences, serovar kennewicki was deleted from the serovar list in the latest edition of Bergey's Manual (9) . It is now considered identical to serovar pomona. On the basis of our results, we propose restoring serovar kennewicki as a different serovar in the Pomona serogroup.
Since in the United States, Canada, and New Zealand, vaccines are formulated with serovar pomona and not kennewicki, the characterization of all isolates tested as belonging to serovar kennewicki may have significant implications. This could account for some cases of clinical leptospirosis and leptospiral isolations (strains RM-70, RM-200, RM-211) from vaccinated herds. Further investigations are needed to determine whether serovar pomona is present in these countries.
The restriction endonuclease analysis of chromosomal DNA has shown to be an accurate and reliable method to compare and classify pathogenic leptospires (11, 13 We believe that the extraction procedures and electrophoretic techniques employed in our study are rapid and reproducible and result in patterns with good resolution ( Fig. 1  and 2 ). Restriction enzymes EcoRI and HhaI continue to be the enzymes of choice because they produce complete digestions with good definition of the high-molecular-weight fragments.
